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MICROBIOLOGY

Antimicrobial susceptibility and pathogenicity of Escherichia coli
strains of environmental origin

Suscetibilidade antinmcrobiana e patogenicidade de amostras de
Eschenichia coli de origem ambiental

Daiane Carvalhe' Fabrine Finkler' Tiela Trapp Grassotti' Hiran Castagminoe Kunert Filho'
Franmciseo Esmaile de Sales Lima' Beatriz Dugaich Soares' Juliama Marzari Rossato'
Aungusto César da Cunha' Kelly Cristina Taghari de Brite' Bemito Guimaries de Brito"
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Distribution of ExPEC Virulence
Factors, blactx.m, fosA3, and mcr-1
in Escherichia coli Isolated From
Commercialized Chicken Carcasses
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OPEN ACCESS
Edited Pathogenic Escherichia coli found in humans and poultry carcasses harbor similar
Giberio ,;ﬁ:: virulence and resistance genes. The present study aimed to analyze the distribution

University of Tris-os-Montes and Alto of extraintestinal pathoaenic E. coli (EXPEC) virulence factors (VF), blarrv_m Qroups,
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Principais Patogenos Bacterianos

Mycoplasma
Pasteurella
Avibacterium
Escherichia coli
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Avaliacao da microbiota bacteriana respiratéria de frangos de corte
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Tabela 1: Média da contagem de bactérias totais (UFC/g) na traqueia, pulmio e sacos aéreos de 20 frangos de corte
clinicamente saudaveis aos 21 dias de idade.

Orgso UFC/g Log;,
Traqueia 5,1 x 104 3,972
Sacos aéreos 1,1 x10% 3,29
Pulmio 2,3 x 103 2,780

Médias seguidas de letras diferentes diferem pelo teste de Tukey (traqueia-pulmao: p<0,01; traqueia-sacos aéreos:
p<0,05)



) ) ) ) ) Eolates gk High throughout
Kicrobia -:.:JJ'lI.'lg |'l|J'I'|HILj' of micnodhia antimicrobial r et ance adip g
[ opil \CFU/gl e Ee]| Laguanoes s amphe |
Trachea lung A sacs |Trachea Llung A sacs  Trachea Llong A sacs Trachea Lung
1 41,000 150 SO0 4 4 G a 123 123
2 G400 100 2,900 2 L G 0 a 16.66 61,945 A0, 166
3 3,000 350 450 1 - g L 123 123
4 520,000 650 1.400 11 3 G 123 a 246
5 3,500 750 200 3 1 3 L 0 i
L 4,500 550 450 2 i 3 L 246 i
7 21000 9,900 5.200 9 11 11 L 123 246
2 1500 1,200 1,200 2 13 4 L i7 123
9 9.500 S0 13,000 5 7 G L 246 123 59,953 40,663
1d 11000 2600 12000 i L7 | L 246 123
11 3, 10d 200 200 - 3 7 L 123 246
12 1,00a 1a0 200 2 1 1 L a i
13 100,000 0 J00 11 3 7 0 0 244
14 i, 0 1600 4,0 ) 11 9 L 246 123
15 7400 200 300 2 7 4 0 123 a 96,720 48,651
16 24,000 10,000 39,000 | 7 11 a L 123
17 100 00 150 a 3 1 0 123 a
1% 4,000 9000 33,000 L | i a L i
19 240,000 8000 120,000 9 L i 123 a a
20 1900 450 1800 4 3 4 0 0 1.23
*average thres counts; ni = nod identifed



Tabela 2: Quantidade de isolados de bactérias Gram positivas e Gram negativas na traqueia, pulmdao e sacos aéreos de
20 frangos de corte clinicamente saudaveis aos 21 dias de idade.

Bactérias Traqueia Sacos aéreos Pulmao TOTAL
Gram positivas 62 65 62 189
Gram negativas 48 47 50 145

TOTAL 110 112 112 334

% =0,167; valor de p = 0,9199

Bacteria

La cpbac'\“us

Figura 1. Géneros bacterianos identificados
na microbiota respiratdria de frangos sadios.
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Figura 2. Presenca de géneros bacterianos na microbiota de 20 frangos de corte analisados.
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Figura 3. Identificacao
bioguimica das espécies
bacterianas presentes no
pulmao, sacos aéreos e

traguéia de frangos de corte
sadios.
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Figura 4. Microbioma de pulmé&o e traquéia, atraves da técnica de sequenciamento
do gene 16s rRNA. A) Classificacado em relacao aos Filos. B) Classificacao em
relacdo aos Géneros bacterianos.
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Farm Stage, Bird Age, and Body Site Dominantly Affect the
Quantity, Taxonomic Composition, and Dynamics of
Respiratory and Gut Microbiota of Commercial Layer Chickens

9John M. Ngunijiri,® Kara J. M. Taylor,® Michael C. Abundo,>® Hyesun Jang,>® Mohamed Elaish,>® Mahesh KC,®
Amir Ghorbani,»® Saranga Wijeratne,© Bonnie P. Weber,@ Timothy J. Johnson,4< Chang-Won Lee2*

2Food Animal Health Research Program, Ohio Agricultural Research and Development Center, The Ohio State University, Wooster, Ohio, USA
®Department of Veterinary Preventive Medicine, College of Veterinary Medicine, The Ohio State University, Columbus, Ohio, USA

<Molecular & Cellular Imaging Center, Ohio Agricultural Research and Development Center, The Ohio State University, Wooster, Ohio, USA
“Department of Veterinary and Biomedical Sciences, University of Minnesota, Saint Paul, Minnesota, USA

eMid-Central Research and Outreach Center, University of Minnesota, Willmar, Minnesota, USA

ABSTRACT The digestive and respiratory tracts of chickens are colonized by bacte-
ria that are believed to play important roles in the overall health and performance
of the birds. Most of the current research on the commensal bacteria (microbiota) of
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Comparison of observed flock mortality and egg production with the expected performance

based on the genetic potential of Hy-Line W-36 layers.
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ECOLOGIA

Avaliando as comunidades bacterianas dos diversos
Orgaos observamos que 0s microorganismos da

microbiota respiratoria diferem dos encontrados na
microbiota intestinal.



Relacdo entre as comunidades bacterianas amostradas dos sistemas respiratorio e intestinal.
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Mudanca da estrutura da comunidade bacteriana com relacao a idade das aves.
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TAXONOMIA

Lactobacilos, Clostridios e Enterobactérias
estavam presentes em todos 0s O0rgaos
analisados.



partilhados entre locais do corpo ou Unica para um dado local do corpo
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Dynamics of core respiratory microbiota across age groups.
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Ecology of Lactobacillus in URT and LIT sites.
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Age- and farm stage-related changes in the compositions of ten genera with known pathogens
of poultry.
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Consideracoes Finais

« O conhecimento da microbiota respiratoria das aves
permitira a realizacao de intervencoes que auxiliarao
na prevencao e controle diversas enfermidades das
aves;

« A avaliacdo da microbiota podera ser utilizada para
termos alimentos mais seguros.



Sadio Sete dias pos
nao Infectado infeccao por MV,




